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Identification of specific marker of human pulmonary arterial endothelial cell
and smooth muscle cell
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It is important to identify the specific marker of pulmoanry vascular cells
for the development of the novel drug discovery in pulmonary arterial hypertension and further
investigation by using iPS cells. In this study, we tried to identify the specific marker of
pulmoanry arterial endothelial cells and smooth muscle cells by next generation sequecing
thechnology. First, we purified endothelial cells and smooth muscle cells by laser microdisection.
We synthesized cDNA library from these small amount of total RNAs obtained from human samples. We
checked the quantity and quality of the cDNA library, but we found it was not enough for
comprehensive analysis. Finally, we did not identify the completely specific marker of pulmonary
arterial cells until now.
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