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Development and clinical application of a novel method for identifying genes
related to cardiovascular diseases

Imai-Okazaki, Atsuko
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To detect causative genes related to cardiovascular disease, linkage
analysis has conventionally been used. However, linkage analysis is underpowered in small families
as often seen in clinical settings. We therefore developed a novel method for identifying genes,
where DNA differences between a patient and unrelated healthy individuals around candidate genes are

measured by the Hamming Distance Ratio (HDR). We further develo?ed the HDR method to detect
causative genes with various modes of inheritance and chromosomal deletions and succeeded in
releasing software as a novel analysis tool for gene identification. As a clinical application of
this tool, novel genes related to cardiovascular diseases have been identified.
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