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Elucidation of the pathophysiology of pulmonary nontuberculous mycobacteriosis

NAITO, Keisuke
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NTM was cultured in 55 of 120 patients, and 52 (94.5%) of these 55 patients

were positive for the clone library method. Among these 52 patients, BALF samples of 45 (86.5%)
patients were occupied with a single phylotype of NTM (mono-phylotype group), and multiple
phylotypes were detected (multi-phylotype group) in the rest 7 (13.5%) patients. The multi-phylotype
group significantly included more patients with worsening chest CT findings (P =0.048), more
patients requiring treatment (P=0.032), and fewer patients responding to antimycobacterial treatment

(P=0.016) compared to the mono-phylotype group.

Patients with multi-phylotype NTM group tend to show worsening chest CT findings and lower response
to antimycobacterial treatment and symptom improvement.
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