(®)
2016 2018

X CpG

Analysis of aberrant methylation on CpG island of X chromosome in male
schizophrenia
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patients and 40 healthy males (as "replication cohort™) were analysed by MassARRAY; 1 revealed that
approximately 30% of male SCZ have aberrant higher methylation of CpG island A. In addition,
investigated the association between TAF1l gene expression and methylation status of CpG island A
using data from replication cohort. As in vitro study, | have been trying CRISPR-Cas experiments
using male-derived neural stem cells and iPSC-derived neural cells in order to further clarify the
biological importance of aberrant methylation of CpG island A.
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