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Expression and DNA methylation of SAMSN1 is associated with the malignant
phenotype of hepatocellular carcinoma
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Identification of sensitive biomarkers for hepatocellular carcinoma (HCC) is

required to achieve efficacious personalized therapy. We investigated its expression and
methylation status of SAMSN1 in HCC. Analysis of HCC cell lines revealed that hypermethylation of
the SAMSN1 promoter correlated with decreased expression of SAMSN1 mRNA and DNA demethylation
increased SAMSN1 transcription. SAMSN1 was expressed at significantly lower levels in tumor tissue
compared with the corresponding noncancerous tissues. Patients with extrahepatic recurrence
exhibited the lowest levels of SAMSN1 expression in resected HCC tissues. The multivariate analysis
identified SAMSN1 as an independent prognostic factor of HCC progression. The expression pattern of
tissue SAMSN1 protein correlated with that of SAMSN1 mRNA. Circulating DNA methylation of SAMSN1 was
difficult to be detected in serum samples. Our findings indicate that tissue SAMSN1 status
represent a novel biomarker of the phenotype of HCC.
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