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Identifying of prediction marker for brain metastasis using brain seeking breast
cancer cells and resected breast cancer tissue from patient

Ishida, Kazushige
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Eighteen candidate biomarker were identified by gene expression analysis
with twenty thousand human genome between MDA-MB231 and 231BR cells. Moreover, some gen mutation
were identified by genome sequencing.
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Gene name | fold change EI‘;g :;':n’ Gene name | fold change G:;:;‘t‘l‘;]
CHRDL! 77.68 SLC14A1 137.46
TMEM9S 62.08 GRB14 18.79
15.26 AZU1 12.10
14.46 S0X30 10.95
] 13.95 KAAGI
cC2DzA 11.60 IL17F
ROLA 11.18 DACHI
ACOXL 10,01 IL1RZ 5. 12E-08
FOPN 9.38 3.81E-08 Clorfos 4.13E-08
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