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Novel metastatic factors identified by proteomics using formalin fixed paraffin
embedded tissue of pancreatic adenocarcinoma stroma
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3,000,000

10 5 5
FFPE LMD LC-MS/MS 490
2 14 HPX, FTL,
FLNA 3 Large cohort 165 HPX

Pancreatic ductal adenocarcinoma with lymph node metastasis (n=5) and
without lymph node metastasis (n=5), resected in Tohoku University from 2005 to 2015, were analyzed.
Stroma collected from FFPE tissue sections by laser microdissection were processed for LC-MS/MS.
Fourteen candidate proteins were identified by semiquantitative comparison. To confirm the
associations between candidate proteins and clinicopathological features, we immunohistochemically
analyzed a cohort of 165 cases. It was suggested that HPX was associated with lymph node metatasis
and vessel invasion.
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Neoadjuvant Pathological LN
chemotherapy type metastasis
2005-2015 No PDAC Negative (42)
Resected pancreatic Y‘ (210) Y (183) ‘% Positive (141)
cancer (355) Yes Others
(145) (28) pT=3(TNM 7t ed.)
Tumor size=20mm
Sufficient amount of stroma
LN mets (-) LN mets (+)
group (LN=0) group (LN=4)
N=5 N=5
LN- LN+ p
Sex (Male : Female) 3:2 4:1
Age (median=%SD) 61+84 60*+8.2 0.79
Tumor site Ph 3 3
Pb 2 2
Tumor size(median) 25mm 37mm 0.089
1A 5 0
11B 0 2
pStage (TNM) i 0 0
[\ 0 3
Histological grade Gl ! 0
G2 4 5
Number of LN mets 0 92
(average)
0OS months (median) 62 12 0.013
Status Alive 5 0
Dead 0 5
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