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The purpose of this study is to clarify how miRNAs play in the pathogenesis
of rheumatoid arthritis (RA). MicroRNA is a small untranslated RNA around 20 base pairs that binds
target mRNAs and suppress translation into protein. Although miRNAs expressed in immune cells and
synoviocytes in RA have been examined, their detailed function have not been fully elucidated. We
focused on miRNAs expressed in synoviocytes, which are the main player of RA pathogenesis.
Next-generation sequencing was used to detect miRNAs that are down-regulated in synovium, and their
functions were elucidated using synoviocytes derived from patients with RA and animal models.
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