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An association between HPV integration and exosome
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We followed Japanese patients with CIN1-2 for a mean follow up period of 35.
1 months. We detected HPV DNA in cervical samples by PCR method. Over the follow up period, 13 (16.3
%) lesions progressed to CIN3, while 55 lesions (68.8%) disappeared and 12 (15.0%) lesions
persisted. The genotypes in which lesions progressed were type 16,31,33,35,52,56,respectively. And
We extracted exosome from cervical cancer cell lines.We will analyze the association between HPV
genotype and exosome.
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