(®)
2016 2017

Development of a prognostic method for the treatment of peri-implantitis using
bacterial examination

KOYANAGI, Tatsuro

3,000,000

DNA

Keystone pathogen

Bacterial DNA was extracted from periodontitis and peri-implantaitis. Then,
presence or absence and quantitative change of bacterial species as a pathogenic bacterium candidate
were investigated. It is suggested that the possibility that the Keystone pathogen bacteria that
have many functional genes compared to the amount of bacteria, and peri-implantitis was found to be
more active in bacteria that co-occurrence relationship with many bacteria.

Periodontology

peri-implantitis
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