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Investigation of the mechanisms of regulating tumor microenvironment by secreted
micro RNA from intractable oral cancer, and development a new treatment

strategy
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The aim of this study is to investigate the mechanism of tumor
microenvironment regulating secreted micro RNA from intractable oral cancer and development a new
diagnosis/treatment strategy.

We compared the miRNA expression profile between the good-responder and poor-response for
chemoradiotherapy by using plasma obtained from OSCC patient®s. We found that the expression of
miR-223 miR-659 and miR-1290 showed significant change among two groups. The expression status of
these miRNA in plasma correlated with metastasis, recurrence and response to chemoradiotherapy of
advanced OSCC. Moreover, the expression status of miRNA also correlated with patient®s survival.
These results suggest that circulating miRNA which is distinctive in intractable 0SCC may be a
promising target for new diagnostic modality and treatment strategy.
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Table. Correlation between the plasma miR-223 status and clinicopathological
factors in 55 OSCC patients.

Plasma miR-223 status
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Table. Correlation between the plasma miR-659 status and clinicopathological
factors in 55 OSCC patients.

Plasma miR-659 status

Charasreristics n High Low P-value
Loco-regional recurrence

Yes 6 3(50.0) 3(50.0)

No 45 7(15.6) 38 (84.4) 0.046 *

Characteristics n High Low P-value
pT-stage

T2 18 4(22.2) 14 (77.8)

T3 17 3(17.6) 14 (82.4)

T4 16 11(68.8) 5(31.2) 0.003*
pN-stage

NO 21 4(19.0) 17 (81.0)

2 N1 30 14 (46.7) 16 (53.3) 0.042*
Distant metastasis

Yes 7 5(71.4) 2(28.6)

No 44 13 (29.5) 31(70.5) 0.031*

miR-1290
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Table. Correlation between the plasma miR-1290 status and clinicopathological factors
in 55 OSCC patients.

Plasma miR-1290 status

Characteristics n High Low P-value
Differentiation
Well 43 26(60.5) 17 (39.5) 0.030*
Moderate 12 3(25) 9(75)
Pathological response
Poor ~ partial response 12 3(25) 9(75) 0.030*
Complete response 43 26 (60.5) 17 (39.5)
Loco-regional recurrence
Yes 12 3(25) 9(75) 0.030*
No 43 26 (60.5) 17 (39.5)
miR-1290
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The results of a multivariate regression analysis for predicting the survival of 55 OSCC
0s DFS

Variables Hazard ratio (95% Cl) P-value  Hazard ratio (95% Cl)  P-value
Plasma miR-1290 status
High 2.820(0.91-10.4) 0.074 3.809(1.21-14.6) 0.021*
L
CI.Zvovnfidence interval; *P < 0.05
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Investigation of the clinical

significance of circulating miRNA-1290 in
oral squamous cell carcinoma.
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Tumor-suppressive microRNA-X regulates
cancer cell migration, invasion and
metastasis in oral squamous
cell carcinoma by

metastasis-related molecule.

targeting
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