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Tumors and oral mucosa tissues were collected at the time of surgical
resection from 122 treatment-naive 0SCC patients, follow-up from 3.0 years to 8.3. Selected
cancer-related genes (502,696 bases, 50 driver genes plus 39 genes which were frequently mutated in
previous reports in HNSCC and OSCC in foreign countries) were evaluated.

Results: The average depth of coverage were 168.6x in tumors and 75.5x in normal mucosae. 368
exonic mutations (including 8 splicing and 22 frameshift indels) were observed. The common mutations
were found in TP53 (44.6 %), FAT1 (11.6 %), NOTCH1 (11.6 %), USH2A (8.9 %) and PIK3CA (5.4 %),
which was similar to data of foreign countries. Progression free survival was significantly longer
for patients with FAT1 and NOTCH1-mutated tumors than for those with those of mutation-free tumors
(P<0.01). Importantly, 27.8 % of patients have gene mutations in NOTCH pathway, and these mutations
were mostly located in the vicinity of NOTCH ligand binding region.
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