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Comprehensive analysis of ncRNA in blood for evaluation of fish health condition
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Edwardsiellois is a bacterial infection and causes mass motalitiy and
quality deterioration of red seabream. Hence this disease become serious problem for aquaculture of
Red seabream in Japan. To reduce the terible damages, it is important for early detection and
counterpart for this disease. In this research, we comprehensively analyzed the micro RNA (miRNA)
expressed in blood of infected and non-infected red seabream by NGS. In analysis using NGS, some
miRNA significantly expressed in blood of infected fish in comparison with non-infected fish.
Decrease of expression also showed in a few miRNA in infected fish. We also detected significant
differences of some miRNA expression between non-infected and infected fish using quatative PCR
methods. These results suggest that miRNA _expression in blood of red seabream changes after
infection of edwardsiellosis, and these miRNA may be useful as a molecular marker for early
detection of infection with minimmal invasive diagnostic procedure.
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