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The physical interaction of the Grbl4 and the insulin receptor (IR)
represses insulin signaling. Our previous reports have suggested that phosphorylation of serine
residues in Grbl4 by GSK-3 repressed Grbl4-I1R complex formation. Herein, we investigated details of
the Grbl4 phosphorylation by GSK-3. The phosphatase, which participates in removal of the phosphate
groups on Grbl4, was also discovered in the present study. Furthermore, small compounds capable of
inhibiting Grb14-IR complex formation have been screened by the in silico drug screening.
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