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Analysis melon reproductive barrier alleviation gene pia using a next
generation sequencer
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467,632,885 leads were provided as a result of RAD-seq, and 173,886 locus
were detected by analysis with Stacks, and 23,929 SNP was detected.
A linkage map of full length 26,406cM that 1,473 SNP consisting of 12 linkage groups was
constructed.
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