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Viral etiology of suspected ebola virus disease cases in West Africa
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The aim of this study was to determine the etiology of non-Ebola virus

disease (EVD) cases, which showed EVD-like clinical signs, but were excluded viral infection by a
laboratory testing, in the recent endemic of the disease in West Africa. In the collaboration with
the National Donka Hospital in Guinea, we conducted screening detection of viruses which causes
systematic febrile illness and malaria on the 71 samples from non-EVD cases. We detected dengue
virus, enteroviruses, measles virus, and malaria positive cases in these samples, and determined the
genotype of the detected viruses using partial or whole genome sequences by Sanger or next
generation sequencing. These results suggested that these viruses and malaria caused clinical
symptoms similar to EVD, and should be differentiated from EVD in clinical and laboratory diagnosis.
Furthermore, these results suggested that these viral diseases have been endemic in Guinea.
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Targets Tested  Postive  Prevalence
Plasmodium spp. 89 1 15.9%
Dengue virus-1 89 1 15.9%
Dengue virus-2 69 0
Dengue virus-3 69 0
Dengue virus4 69 0
Yellow fever virus 69 0
Chikunguniya virus 69 0
Rift Valley fever virus 69 0
Crimean-Congo hemorthagic fever virus 68 0
Lassa vius 69 0
Measles virus 89 1 14%
Mumps virus 10 0
Rubella virus 69 0
Influenza A virus 10 0
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Targets Tested ¢ +  sequenced Prevalence
Flavivirus " 2 2 0
Paramyxovirus 69 2 2 1 14%
Alphavirus 69 0 6 0
Enterovirus 69 1 10 7 10.1%
Phlebovirus 71 0 0 0
Hantavirus Il 7 0 0
Filovirus 7 0 0 0
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