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Development of therapeutics targeting DNA damage repair pathway in uterine
neoplasms
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Uterine sarcomas are rare malignant uterine neoplasms. Their rarity and
histopathological diversity have contributed to the lack of consensus on risk factors for poor
outcome and optimal treatment. Genome sequencing is a comprehensive method for analyzing entire
genomes, which is a powerful tool for elucidating pathological conditions and developing treatments.

“ Onco-panel for gene profiling” 1is a sequencing that can comprehensively analyze about mutations
of five hundred at a time using a next-generation sequencing. Whether the found mutations were
clinically significant was judged from the gene database. It has been suggested that treatment
targeting the DNA damage repair pathway such as PARP inhibitor may be effective for uterine sarcoma.
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