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Challenges to the construction of therapeutic strategies based on triple
negative breast cancer molecular subtypes by clinicopathological and
morphological features.
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3,200,000
4 NST) TNBC Pan-Pacific TNBC
NST
TNBC
heterogeneous TNBC
homogeneous

We created the Pan-Pacific TNBC Consortium dataset, which contains paired
samples of matched pre and post-NST TNBC tumors from 4 institutions. All patients received NST and
did not have a pathological complete response (pCR).And we hypothesized that defining the
apocrine-featured TNBC by morphology and molecular subtype predict the prognosis of patients with
residual disease after NST.

Results are following. 1.Apocrine differentiation positivity was associated with LAR subtype (P = 0.
00026). 2.Apocrine differentiation status was associated with the LAR subtype and good prognosis in
patients without pCR after NST. 3.LAR subtype alone did not predict RFS. However, LAR tumors with

apocrine differentiation were associated with improved prognosis compared with LAR tumors without
apocrine differentiation. Using a combination of morphologic and genomic testing may be helpful in
dgterm&g%ng the prognosis of patients with apocrine-positive TNBC tumors who have residual disease
after ;
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Reverse phase protein array identification of triple-negative breast cancer subtypes and
comparison with mRNA molecular subtypes.

Masuda H, Qi Y, Liu S, Hayashi N, Kogawa T, Hortobagyi GN, Tripathy D, Ueno NT.

Oncotarget. 2017 Jul 31;8(41):70481-70495.
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(1) Apocrine morphology and luminal androgen receptor (LAR) molecular subtype predict
prognosis of patients with residual triple-negative breast cancer (TNBC) after neoadjuvant
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(2) Molecular subtypes of triple-negative breast cancer (TNBC) tumor samples obtained
before and after neoadjuvant systemic therapy (NST) and relationship between
immunomodulatory (IM) gene signature and intensity of tumor-infiltrating lymphocytes (TILs)
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(3) Comparison of molecular subtypes of triple-negative breast cancer derived from
reverse-phase protein arrays and mRNA analysis
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