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The investigation of specific maker for acute liver dysfunction by microRNA
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Throughout the research period, we aim to identify (1) specific microRNA
expression changes of hepatic ischemia reperfusion injury, (2) microRNA expression changes
correlated with time-dependent change, (3) microRNA expression changes correlated with pathological
disorder. During the first year, we made the research model and proceeded (1). It was difficult to
identify candidate microRNA because the severity of ischemic-reperfusion injury was not stabilized.
In the following year, we researched the correlations with time-dependent changes and pathological
disorders with regard to the candidate microRNAs. However, none of the candidate microRNAs showed a
good correlation, and it was not possible to determine markers useful for diagnosis.
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