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Identification and characterization of novel fusion gene in salivary gland tumor
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In the present study, we analyzed 100 cases of adenoid cystic carcinoma

(ACC). FISH analyses were performed on all cases, while molecular analyses were also performed on 27
cases whose fresh frozen specimens were available. High levels of mRNA expression of MYB or MYBL1
were observed, and intriguingly the expression was accompanied by the corresponding genomic locus
rearrangement in all the 27 cases. FISH assays using additional 73 cases, in which only
formalin-fixed paraffin-embedded specimens were available, confirmed that either MYB or MYBL1 locus
was rearranged in almost all cases of ACC (70/73). As a result, 97% (97/100) of ACC harbored MYB or
MYBL1 locus rearrangement in the present study. In clinicopathological analyses, histological grade,

primary tumor size, and lymph node metastasis were identified as independent poor prognostic
factors. These results have been published as a peer-reviewed English-written paper.
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