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A study on possible emergence of Schmallenberg virus-like reassortant virus in
Japan
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In 2011, Schmallenberg virus (SBVY) emerged in Europe and caused serious
economic damage in livestock industry there. Since it is considered that SBV is a reassortant
between Sathuperi virus (SATV) and Shamonda virus (SHAV), our study aimed to examine the possibility

that SBV-like reassortant virus emerge by reassortment between SATV and SHAV in Japan. In this
study, Hamster lung (HmLu-1) cells were infected with Japanese SATV and SHAV isolates. As a result,
the infected cells yielded five reassortant viruses, and one of the five reassortant viruses had
similar genome to that of SBV. Another experiment was also conducted to develop an experimental
animal model of arboviral diseases of cattle in this study. Pregnant Syrian hamsters were inoculated
with Akabane virus which causes Akabane disease in cattle. As a result, stillbirth and congenital
abnormalities were observed. Our results suggest that animal models of arboviral disease of cattle
can be provided by using Syrian hamsters.
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