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In silico screening of novel stress response factors regulated by mitochondrial
inner membrane proteases
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Importance of roteol¥tic regulations by mitochondrial inner membrane
proteases recently is emerged in mitochondrial and cellular stress responses. However, the
proteolytic regulations are poorly understood due to limited numbers of substrates. In this study,
we focus on mitochondrial rhomboid protease PARL and then developed prediction pipeline for novel
PARL substrates combining mitochondrial targeting sequence prediction, transmembrane domain
prediction optimized for mitochondrial inner membrane and PARL cleavage site prediction. Using the
prediction pipeline, we performed comprehensive search of PARL substrates against Human proteome.
Consequently, we found 54 candidates. Interestingly, three recently discovered PARL substrates are
included in the candidates. Thus, list of the candidate proteins found in this study is informative
for discovery of novel PARL substrates.
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