(®)
2016 2019

Development of a diagnostic model for a risk of colorectal cancer recurrence
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To develop a novel diagnostic model for early recurrence of colorectal
cancer, comprehensive proteomic analysis of tissue and plasma samples was performed. Comparative
analysis between the early recurrence group and recurrence-free group identified 81 tissue proteins
and 37 plasma proteins as the predictive biomarker candidates. Next, based on mass spectrometric
absolute quantification analysis and the Error rate monitoring test, 4 plasma proteins were
determined to be the least set for most effective classification of 2 groups. Finally, the logistic
regression model using pre-operative levels of these 4 plasma proteins accurately predicted the
high-risk group of colorectal cancer recurrence.
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