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Comprehensive analysis of non-AUG translation products induced by stress for the
investigation of new biomarkers

Ogawa, Tetsuhiro

3,600,000

AUG
AUG AUG

AUG
AUG

To investigate new biomarkers for detection of early stage of diseases, we
focused on proteins whose translation is initiated at non-AUG codons. It is known that part of
non-AUG translation is induced by stress, which requires a specific translation initiation factor.
In this study, we screened protein variants, which share the same C-terminal region with their
canonical products and the N-terminal region is extended or truncated. Ribosome profiling analysis
suggested protein variants, expressed by heat stress and the specific translation initiation factor,
as a candidate of the new biomarker.
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