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Our multi-faceted approach towards a better understanding of lung cancer pathogenesis revealed that
two major expression profile-defined subtypes exist in lung adenocarcinomas and that TTF-1 confers
lineage-specific dependency in lung adenocarcinomas. In addition, we identified mMRNA and protein
expression signatures highly related to postoperative prognosis, while we also found relationship
between deregulation of mTOR-converging signaling and poor prognosis. Finally, we reported for the
first time that let-7 is reduced, while miR-17-92 is overexpressed in lung cancers, suggesting important
roles of miRNA alterations in lung carcinogenesis.
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