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The medaka draft genome, together with genomic resources (SNP map, BAC contig, etc.),
has been published by the Japanese group in 2007. This greatly facilitated developmental
genetics using medaka as a model. In this project, we focused on the medaka developmental
mutants isolated by Takeda’ s and Kudo’ s laboratories during 2005 to 2009. By the end
of this project Takeda and Kudo successfully identified and functionally examined
responsible genes for nine mutants (defective in gastrulation, body axes, liver and
otolith), and fifteen ones (heart, blood cells, blood vesicle, vertebra, head skeletons,
fin morphogenesis and fin regeneration), respectively.
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