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WFER B OMEZE (JE L) : The major objective of this group is to support activities of
“Comparative Genomics Toward Understanding Genomic Bases of Evolution and
Bio-diversity” research group through DNA sequencing, library construction, library
screening, informatics, and efc. We successfully analyzed genomes of amphioxus, for
example, and other genomes. We also incorporated massively parallel genome analyzer to
support conducting new generation genomics such as environmental genomics of symbiosis.
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