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WFZERL T OEZE (J530) : In this research, we aimed to clarify the genomic events that could
be important during the evolutionary processes toward development of human. One of the
major discoveries of this project is that the identification of the importance of species
specific amplification of repetitive sequences after the separation of human and
chimpanzee about 5-milllion years ago. To do so, we carried out highly accurate structural
analysis of chimpanzee chromosome22 and Y, and compared them with human genome.
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