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We obtained series of results shown as follows: discovery of gene conversion with high
frequency on tandem duplicate genes of mammalian genomes; development of rapid multiple
alignment system MISHIMA for large scale nucleotide sequences; discovery of intragenic
recombination occurred million years ago through phylogenetic network analysis;
discovery of high rate of reconstruction of closely related bacterial phylogeny based
on frequency pattern of oligonucleotides; molecular evolutionary analyses on genes
involved in human mental diseases.
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