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AL LTHEL, AL,

WIERR R OMEE (3:30) : Based upon large genomic and phenotypic differences between two
mouse subspecies, we have developed an analytic platform for mouse functional genomics.
Systematic phenotyping of a full set of mouse inter-subspecific consomic strains, in which
each chromosome of a standard inbred strain C57BL/6dJ is replaced by its counter part of
Japanese wild mice-derived MSM/Ms, successfully detected more than 200 QTLs that
affect growth, metabolism, and behavioral complex traits. Beside, we have constructed
genome and phenotype databases, integrating SNPs and the QTLs detected by the
consomic strains. These databases are now open to public.
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