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WFZER S OBEE (353C) : We supported the studies that aim to identify genes involved in
human diseases such as diabetes, hypertension, CAD, brain aneurysm, schizophrenia,
MSA, Alzheimer disease, FHL, AITD and osteoporosis, by large scale genotyping. The
collaboration studies identified novel susceptible gene, KCNQ1 and MLF1 to diabetes and
CAD, respectively. We also identified seven hypertension-related genes. The candidate loci
of the other diseases were found for future research.

AT ERR
(BEEHAL - 1)
[ERESE LiEESE & &t
200 54 83, 500, 000 0 83, 500, 000
200 64 85, 800, 000 0 85, 800, 000
200 7% 85, 800, 000 0 85, 800, 000
200 84 125, 800, 000 0 125, 800, 000
200 94 126, 600, 000 0 126, 600, 000
it 507, 500, 000 0 507, 500, 000

WRIES Y« 7 WERYE:
R Doy F - ME - EREES: - ARG
F—U—R: 7/ A ZH, ZINTHRE, B8E5H, SN, v~A7ed7 74 b

ANDTF ) DERIZE SN LW TFIHES
Wk - JRIEEZBE T A 7201, R
HHERIGE Lin s ) NSRS VZH T
Bb, WHEDOLHEIZ 4 v 7 HEFOEARIC X
D KIERIRZ BT RER] « 5FRRAFZED .
Rk Z & LTAaBICERL, £< DK

1. WFZEBIA Y DY =

Z IR B BB R 1 B o B UK
B2 e 5 WITEROFREZ L LT,
B ORIERTF % 1 - fia - fEiE L~
T L., &6, ZRFEBIZBWV T,
a7k— NMEMfENT 28 T, R, s




FHRBIZI T, B EISE B E B R 1 2
FENETL TN D,

2. WFFEDOHW
AWFFETIE, TN E TOREHEEAZE [
J LERE] X o TEf Sz e S A
4t/7t/& O EHEIEAL, &

. PEROIKHI O RE L & H LWEGRF &
lKioT\i@%%$ﬁ§@54BV7%
Hz2MERE oo, EHZ /7 &) fElE L B
WZHEEE ALY | AR EE R 2 OfiF ] &
WO BARER S v a v Dy & AR E IR
TOWIET a7 Maktg e LT, SNP ¥
AT M ~—T—FA L THEPLEL
127 ) MR 2 SR T D
3. WrgED kL
(1) H—#{5H. 2K %R EOESHMET
FRERGRE LTS 2 345, B8
==L LT M ~—T—HB LSNP~
— N —INARZEICHARRETH D, 351
THEHE AR E LT, Bl —h—Ick
Z#EH DORER 2TV, A 7R fERIC owfi
VR EE SNP ~— 1 —\Z X A AHEAENT ~ &

Do

(2) ZIRHEOMHEfNT
BERBIOay bar— U EHESRE LT
FHBEfRNT 2 SR T 5, BIn~— A — & LTMS
~— 1 —3 LSNP v — 5 — DAL CTH
HFARETH 5, HfE DOBERE SNP R0 MS % %5
ELEZAE T BETED SN ~— 5 —
HAETET, 7= PORFITLT
WEH A A YT XREATH, ANRFEFRIC K
S TEA L7 ABIT900HT (TagMan) 38X O
JVIFSNP X A ¥ TV AT AHSH AT HE
BB, GEELA YT (SNP: v —27 U A
TaqMan) , fEAHAEIAEST (SNP @ A L X
GoldenGate) MHA4 /7 LFHEAMENT (SNP :
A V2 F Infinium) £ T, ZHRE A TFE
BETOW#EERI-%ZI, HEEELZED T
ARG

. R AR R

(1) HMERFIEDT 7 LiFEHT
MS~—H—+ 77— /LDNAVEIC LB 3®kAZ Y
— = T EKT L, 374 BBk~ — T —Z Rk
MICRIE LTz, ZHHITDOWT, BRI iR
WraEHED A5 50 HO MS ~—F—ZF IR L,

MS = — I — DRi%K 100Kb fEIE 2 %4 & LT,

GoldenGateAssay 2SFA[RETC. 7>>, CHB+ JPT
DT LIVHEFERGHA S MAF>0. 1, 12=0.8 O
Z5MHC TagSNP 5% E L7= (1536 ), 227V

—=VTICHWERE Y fr— LA D
T 960 B{ARIZ-DUNT Golden Gate Assay |2
KB A T HE LT, FDOREHE SNP167
HICONWTHEBEEERD, ZOTMLAEE
FEDFRUY 31 HD SNP IZOWT, Lk
T b 2,450 X7 OMmEE AW THEIERZ
1Tol-, FOREHE SLC23A3 @ 57 LyifEk o
SNP ([ZHEEZR DT, ITHFE#RE Sz SNP

ZHWTZ GWAS 2B Wik, FitEm o
#Hix7e <. BARNEMICE T 2 A IFTED
PR B R E T EM E B2 b,
(2) BERIFDT ) WEHT
AR EREI 2 Bk L CHED TR )
SAHBEMEAT (MS 77—/ L DNA 1) 12\ T, 3
WA ) —= 7 2THE LN 40 Bt~ —
H—DH5L, A aAfiBTS 16 v—
—IZEHL, N6 &K 10kb BfETo~
— 71 —SNP |2 & > CTHAIBEMENT L 7= CEEH 1600
AL X 1600 N), AEZRMEEZRT O
SNP % 3 Bn FHEIKIC IR E LS R 2 A L 7,
ZDHH 1 BIEFIX. A AV D
éLﬁ%f%é EWIRE L, HFENFEE S
KOS TFABE~EEML TS, 72, Hi
%‘:Hﬂiﬂ N LR &AL T XBEBEAT
S T&E7= JSNP & HW=44 ) HFE RN 3
A7 ) —=" 7 SNP LRIk S AHRE DN A
émﬂ\é DM BHELER -2 HUEF 22SNP 12D
W, BT TIIER] 1000 4. xHHE 1000 44, 1%
%irﬁumoz SRR 1600 44 0 SNP % A E°
N TaqMan I L0 S LT, FORE R,
10SNP | kwfﬁgﬂﬁm%%‘w 3 IRA
0J~*/a%%sw HARANIZEIT 2 FHR
OFBMENHER SN, TNHDOREDH b,
mm1§%¥%@m%ﬁmxﬁﬁkéﬁﬂﬁ
T VT N ORERIF RS EEE T & L
THHINT,

(3) DFFFEZED 7 ) IRk

O 575 158 3 % 5 o el R Bl IR 92 £ R R ) s
K1 200 BHIZHOWT MS v — B — &\ =424
J NEEHFRNT & Sl L, B ) 7 A e AR R
WA 2 BETICRTZ, 2095 HoO 1 EE x5
& LT, B SNP ~— A —IZ X D AT
IR LT, EORR, —Ein R AR
ZoRTHEERD SNP Z[AIE LT, BERBLARNTIC
XV, ZOBEGEFEEA, O ZERIE
BN HE R 22 B S s - Ch D il REEAS R
SN, F7-7— 1 DNA IEIC L A AEEAREMT
5. PR s MLFL 2 RE L7,
(4) MHEWIREE D7 LfgbT

JEB « %FIREHK 960 FRKIZ DWW T, A 12
7 Golden Gate Assay {2 L 5 #J 2300SNP D —
WA ) == TR T REEFER L.
AR EIRARBRE KA LT,

(5) ZRMEMIED 7 ) IFRNT

% SRR EMEIEIZ BT 5 GWAS % it L 7=,
H A NSERBI, of Bt A EEF], B & 1, 031
FARIZ DWW T A L2 550K & 5 VT 660K %
AW/ SNP A Vo T HEE L, TOEE
WFFAREE A LT,

(6) TNINA<—FFDT ) LRENT
JEBIF X OSHRZ 240 1, 000 Kk 2 x5
E L7z GWAS iD=, —RAV U —=27F
% Affymetrix6. 0SNP F » 7" % FHVNC 50 L .
EATIZAHBET 5 1,536SNP [2HOWT, BB
JEBIF X OSHIRZ 240 1, 000 Mk 2 x5 &



LCoWAY ) —= AR & 5 L.
ZOFER AT E A LT,

(7) SEBEREE DT ) MEAT
INE CTOMEBEMENIZ L > TEBEICHEL T
[AV¥ S WARAS 72 RUSEREN b A GRS AR N = )

B B ISR T REC AT, Y%
ﬁammmp% RE L, 22 hra— L 499 f
A, FRAERIR 86 Z2% (181 fufk) . AVFBIE
B 374 Wik 2 A v 7 Lz, TOREAE
ﬁ%@WPiﬁt%®® WIS ZEMIE

WCCH LN 23R, HEHICHES<H
BOREICIZE LR -T2, HOT-ICEEE
SNP F v 7% BV = GWAS % Fp% 21 4R 1 0
HED 7=, ATTD 322 ffRFS L OV HR 390 frik %
VN, A L3 550K IC KBS LFHEAMR
Wr—wAZ Y —=
T LT A RMITP<10" (-6) #7R77 5SNP %
HLA fEIKIZFR O 7=, F£72, 107(-5) < P <
107 (-6) 1243435 26SNP @ 9 5, 20SNP 7%
HLA EIR AT 8 L TN =A%, BSNP [k A4
MIZBWTZ B — iD=k E LT
W SV LTz, £7- HLA 1H
WICBE LT s ar bue— ks A
N AR BEARAT L2 35 ) T b [RIAR O FH BE 2 R
7= HLA fEIEL &0, &x&)%~/m
BWTHBREZRDT SNP @9 5, 3 FEEK
8OSNP |Z oW T =y he—LEB LW
AITD JEB] & W= REEZ D T D,

(8) MEEBRDHF ) MEMT
FHE M R B RE I O B R 8 s 4
% MUNC13-4 &5 FWICFIE Lz,

(9) B\IMLEDH ) LM
GWAS 12X - T, HARANGEIMEIZEET5 7
SNP Z[6]E LR LTz,

(10) HENITOMESIT

AWFGEIL., A 0 7 HEEE & U CEM
SNTZHLOTHY ., fHx OFEBHFITIZONT
T, ENENOWFHEREELSHY LTV D,
L7=23o> T, BARR 72 sl R DAL E A T 1348 %
DODRE\EEDITOONRZHTHY . Z ZCTiitk
BEOHLHT D,

LR TR B OEZMEEE T O & OREN
RIEIZEA TH DL, TNENLORET
GWAS & 2 WMEZFUCHET D iFHTIC L > TE
BT ZFE L. KRG 2 LTl o nn
LB, AP THE L-KEEREOH
T, 2 BEERIEICB VTR, LM HAA
a7 VT RIERA OREBEZERE
FAFEESNERIMET S, —F, 2 BFER
iR OEZ MG L LTCRE SN Z DM
DB, BCKAIZBWTRIEENTZH D
EFRILTHY, »72< &% Common SNP % f
W= SNP A% ¥ VBV THRE S -8E+

IZOWTIE, ZOZLBECKA LB TH Y |

—H N7 T NEA EEZ LD, BifEE
DTS 2 BUEFRIE LIS O DBz C
HLEECTH D AMEENE <. BARNBEA DK

VT ER LT, EORER.

SYREFEZFRET D720, SNP F
/7%%thMS®&&E¢%b&T7m
—TFNUETHAD, TOBLENL, MS ~—
1 —FHBAMENTIZ & o TH & iz & JiHE
DB MEEA T, ST 2 Bt R & L CIA
TE SN BE LR R IE 1, 5%
DI 572 5 HBDOREE & £ e < HEEEfiF
Frick > T, K - HEBOMA DT DDH )
RBET LD NI ND, F2. %
RMBEMIED & 5 22 fi D BB HON T, KX
BIHETIISND F v 7 XA U T E R LTZ0,
LHBOY v—T v T TOMNTRER &
HETDHZ EICL - T, Oligogene 12X - T
X INLHEERMR L LI JREEG TR
FIEITOWT, K AR GEwREME LE
WHMCRIET -0 REMT — % & LTIk
HARETH 5,

(11) =

BUERED TV D ATITD, T Y A = —JF{ D
wmmzﬁxyu—:yﬁﬂgﬁﬁﬁ%%@
72 b O BAfEHT D BRI INEEET
HZrickoT, ﬁﬁ@m @LB?®HE
WHIFES LD, ATTD IZ331) 2 HLA ek o FH RS
FEBEICH SN TWD Z L THH, HA b5
DI OIEHLA BAE T DO G H R I LT
BY ., HIRROFERDGOND WREML D D,
S HIOEBRERIZB T, BEARAKT
DOFBMERG O, 2B T H LR
FORENHGFEND,

A AU IEOREICOWTIE, 1000 A7
JhTavel MILoTELNRD LT A
U7 hESHEH LSNP F v 708, ITV VR
FIHAREE e Z N PRI TEBY ., K&
®@%%)/ VA= R R s
A MHIIZ BRThDZEEBEITL T
5% 7/\—/1 TﬁE;@*ﬁﬁK IONTLTNY
Ty hERG L U EENT A2 E T S 2
EMARETH A9, LizhB- T, BFEEDT
W5 GWAS Ziflkfcd 2 &[RRI, BT LT >
TDOx B R DEND D,

5. ERFEEHIE

(WFgefaRFE . wHge
ERN Y
GEEam ) G2 41, #XTHEBEH D)
D Kukita Y, Yahara K, Tahira T, Higasa K,
Sonoda M, Yamamoto K, Kato K, Wake N,
Hayashi K. A definitive haplotype map as
determined by genotyping duplicated
haploid genomes finds a predominant
haplotype preference at copy number
variation events. Am. J. Hum. Genet., 2010
in press
@ Takeuchi F, Isono M, Katsuya T,
Yamamoto K, Yokota M, Sugiyama T, Nabika
T, Fujioka A, Ohnaka K, Nakatochi M, Yamori
Y, Yamaguchi S, Kobayashi S, Takayanagi R,
Ogihara T, Kato N. Blood pressure and

Gy K OSEEERT 724 (12



hypertension are associated with seven
loci in the Japanese population.
Circulation, in press

®Takeuchi F, Katsuya T, Chakrewarthy S,
Yamamoto K, Fujioka A, Serizawa M,
Fujisawa T, Nakashima E, Ohnaka K, Tkegami
H, Sugiyama T, Nabika T, Kasturiratne A,
Yamaguchi S, Kono S, Takayanagi R, Yamori
Y, Kobayashi S, Ogihara T, de Silva A,
Wickremasinghe R, Kato N. Common variants
at the GCK, GCKR, G6PC2-ABCB11 and MTNRIB
loci are associated with fasting glucose
in two Asian populations. Diabetologia.
2010 Feb;53(2) :299-308

@ Ohnaka K, Yamamoto K, Nakamura K,
Adachi M, Kawate H, Kono S, Takayanagi R.
Association of single nucleotide
polymorphisms in secreted
frizzled-related protein 1 gene with bone
mineral density in Japanese women. Geriatr
Gerontol Int. 2009 Sep;9(3):304-9.

(® Hinohara K, Nakajima T, Yasunami M,
Houda S, Sasaoka T, Yamamoto K, Lee BS,
Shibata H, Tanaka—-Takahashi Y, Takahashi
M, Arimura T, Sato A, Naruse T, Ban J, Inoko
H, Yamada Y, Sawabe M, Park JE, Izumi T,
Kimura A. Megakaryoblastic leukemia
factor-1 gene in the susceptibility to
coronary artery disease. Hum Genet. 2009
Oct;126(4) :539-547.

6 Takeuchi F, Serizawa M, Yamamoto K,
Fujisawa T, Nakashima E, Ohnaka K, Tkegami
H, Sugiyama T, Katsuya T, Miyagishi M,
Nakashima N, Nawata H, Nakamura J, Kono S,
Takayanagi R, Kato N. Confirmation of
multiple risk Loci and genetic impacts by
a genome—wide association study of type
2 diabetes in the Japanese population
Diabetes. 2009 Jul;58(7):1690-1699.
MMiyake K, Yang W, Hara K, Yasuda K,
Horikawa Y, Osawa H, Furuta H, Ng MC,
Hirota Y, Mori H, Ido K, Yamagata K,
Hinokio Y, Oka Y, Iwasaki N, Iwamoto Y,
Yamada Y, Seino Y, Maegawa H, Kashiwagi A,
Wang HY, Tanahashi T, Nakamura N, Takeda
J, Maeda E, Yamamoto K, Tokunaga K, Ma RC,
So WY, Chan JC, Kamatani N, Makino H, Nanjo
K, Kadowaki T, Kasuga M. Construction of
a prediction model for type 2 diabetes
mellitus in the Japanese population based
on 11 genes with strong evidence of the
association. J Hum Genet. 2009;54 (4):
236-241.

(®Yasuda K, Miyake K, Horikawa Y, Hara K,
Osawa H, Furuta H, Hirota Y, Mori H,
Jonsson A, Sato Y, Yamagata K, Hinokio Y,
Wang HY, Tanahashi T, Nakamura N, Oka Y,

Iwasaki N, Iwamoto Y, Yamada Y, Seino Y,
Maegawa H, Kashiwagi A, Takeda J, Maeda E,
Shin HD, Cho YM, Park KS, Lee HK, Ng MC,
Ma RC, So WY, Chan JC, LyssenkoV, Tuomi T,
Nilsson P, Groop L, Kamatani N, Sekine A,
Nakamura Y, VYamamoto K, Yoshida T,
Tokunaga K, Itakura M, Makino H, Nanjo K,
Kadowaki T, Kasuga M. Variants in KCNQ1 are
associated with susceptibility to type 2
diabetes mellitus. Nat. Genet. 2008
Sep;40(9) :1092-1097

@Miura S, Shibata H, Kida H, Noda K,
Tomiyasu K, Yamamoto K, Iwaki A, Ayabe M,
Aizawa H, Taniwaki T, Fukumaki Y.
Hereditary motor and sensory neuropathy
with proximal dominancy in the lower
extremities, urinary disturbance, and
paroxysmal dry cough. J Neurol Sci. 2008
Oct 15;273(1-2) :88-92

(QHorikawa Y, Miyake K, Yasuda K, Enya M,
Hirota Y, Yamagata K, Hinokio Y, Oka Y,
Iwasaki N, Iwamoto Y, Yamada Y, Seino Y,
Maegawa H, Kashiwagi A, Yamamoto K,
Tokunaga K, Takeda ], Kasuga M.
Replication in Japanese of genome-wide
association studies of type 2 diabetes. J
Clin Endocrinol Metab. 2008 Aug;93 (8):
3136-41.

Furuno K, Tkeda K, Hamano S, Fukuyama K,
Sonoda M, Hara T, Sasazuki T, Yamamoto K.
Onecut transcription factor 0C2 is a
direct target of T-bet in type-1 T-helper
cells. Genes Immun. 2008 Jun; 9(4):
302-308.

(Nakao T, Shimizu T, Fukushima T, Saito
M, Okamoto M, Sugiura M, Yamamoto K, Ueda
I, Imashuku S, Kobayashi C, Koike K,
Tsuchida M, Sumazaki R, Matsui A. Fatal
sibling cases of familial hemophagocytic
lymphohistiocytosis (FHL) with MUNC13-4
mutations: case reports. Pediatr Hematol
Oncol. 2008 Apr-May ;25 (3): 171-180.
BMiyake K, Horikawa Y, Hara K, Yasuda K,
Osawa H, Furuta H, Hirota Y, Yamagata K,
Hinokio Y, Oka Y, Iwasaki N, Iwamoto Y,
Yamada Y, Seino Y, Maegawa H, Kashiwagi A,
Yamamoto K, Tokunaga K, Takeda J, Makino
H, Nanjo X, Kadowaki T, Kasuga M.
Association of TCF7L2 polymorphisms with
susceptibility to type 2 diabetes in 4, 087
Japanese subjects. J Hum Genet. 2008;
53(2) :174-180.

@Ishii E, Ohga S, Imashuku S, Yasukawa M,
Tsuda H, Miura I, Yamamoto K, Horiuchi H,
Takada K, Ohshima K, Nakamura S, Kinukawa
N, Oshimi K, Kawa K. Nationwide survey of
hemophagocytic lymphohistiocytosis in




Japan. Int J Hematol. 2007 Jul; 86(1):
58-65.

Furuno K, Takada H, Yamamoto K, ITkeda K,
Ohno T, Khajoee V, Mizuno Y, Hara T. Tissue
inhibitor of metalloproteinase 2 and
coronary artery lesions 1in Kawasaki
disease. J Pediatr. 2007 Aug; 151(2):
155-160.

Shide K, Shimoda K, Kamezaki K,
Kakumitsu H, Kumano T, Numata A, Ishikawa
F, Takenaka K, Yamamoto K, Matsuda T,
Harada M. Tyk2 mutation homologous to
V617F Jak2 is not found in essential
thrombocythaemia, although it induces
constitutive signaling and growth factor
independence. Leuk Res. 2007
Aug;31(8) :1077-1084.

@Morishima Y, Yabe T, Matsuo K, Kashiwase
K, Inoko H, Saji H, Yamamoto K, Maruya E,
Akatsuka Y, Onizuka M, Sakamaki H, Sao H,
Ogawa S, Kato S, Juji T, Sasazuki T, Kodera
Y; Japan Marrow Donor Program. Effects of
HLA Allele and Killer Immunoglobulin-Like
Receptor Ligand Matching on Clinical
Outcome in Leukemia Patients Undergoing
Transplantation With T-cell-Replete
Marrow From an Unrelated Donor. Biol Blood
Marrow Transplant. 2007 Mar; 13(3):
315-328.

(®Kusuhara K, Yamamoto K, Okada K, Mizuno
Y, Hara T. Association of IL12RB1
polymorphisms with susceptibility to and
severity of tuberculosis in Japanese: a
gene—based association analysis of 21
candidate genes. Int J Immunogenet. 2007
Feb;34 (1) :35-44.

@9Yoshida S, Yamaji Y, Yoshida A, Tkeda Y,
Yamamoto K, Ishibashi T. Rapid detection
of SAG 926delA mutation using real-time
polymerase chain reaction. Mol Vis. 2006
Dec 6;12:1552-1557.

@VYoshida S, Yamaji Y, Yoshida A, Kuwahara
R, Yamamoto K, Kubata T, Ishibashi T. Novel
triple missense mutations of GUCY2D gene
in  Japanese family with cone-rod
dystrophy: possible use of genotyping
microarray. Mol Vis. 2006 Dec 6; 12:
1558-1564.

@ Mizumoto H, Hata D, Yamamoto K,
Shirakawa R, Kumakura A, Shiota M,
Yokoyama A, Matsubara H, Kobayashi M,
Nishikomori R, Adachi S, Nakahata T, Kita
T, Horiuchi H, Yasukawa M, Ishii E.
Familial hemophagocytic
lymphohistiocytosis with the MUNC13-4
mutation. Eur J Pediatr. 2006 Jun;165 (6):
384-388.

@ Ueda I, Kohdera U, Hibi S, Inaba T,
Yamamoto K, Sugimoto T, Morimoto A, Ishii
E, Imashuku S. A novel perforin gene
mutation in a Japanese family with
hemophagocytic lymphohistiocytosis. Int J
Hematol. 2006 Jan; 83 (1): 51-54.
@Yamamoto K, Ishii E, Horiuchi H, Ueda I,
Ohga S, Nishi M, Ogata Y, Zaitsu M,
Morimoto A, Hara T, Imashuku S, Sasazuki
T, Yasukawa M. Mutations of syntaxin 11 and
SNAP23 genes as causes of familial
hemophagocytic lymphohistiocytosis were
not found in Japanese people. J Hum Genet.
2005 50 (11): 600-603.
@1Ishii E, Ueda I, Shirakawa R, Yamamoto
K, Horiuchi H, Ohga S, Furuno K, Morimoto
A, Imayoshi M, Ogata Y, Sako M, Koike K,
Sakata A, Takada H, Hara T, Imashuku S,
Sasazuki T, Yasukawa M. Genetic subtypes
of familial hemophagocytic
lymphohistiocytosis: correlations with
clinical features and cytotoxic T
lymphocyte/natural killer cell functions
Blood. 2005 May 1;105(9) :3442-3448.
(Fa%R] (G2 34F)
QILEFHEIFH (2009,9/24) H A AIZF T
% ek Bl IR 92 £ 0D i S Sz MR AR - 2 T oD i
Hr. A AR NEHBIR PR 54 [BIRE, HUL.
@ZKen Yamamoto (2009, 11/11)Genetics of
coronary artery diseases. 10th
International Symposium on Host Genetic
Epidemiology, Seoul.
@A fE. (2008, 6/13) KT T v b7
G+ —LTO NP BIEFRZA T T A
U A RBEMRNT T —27 v a v, B
@A fE. (2008, 11/21-22) HEsE—fi%
LHITIIT D 2 AR R BB - 2 & A
IGEEK - OFHE. 53N A AT+~
T4 U AW L EFAEE DA, .
bR A EIED (2008, 9/27-30) HAANIC
B2 2MELHEIE L 9p21. 3 BIR 2L
DB, AR NIRRT 53 BIRE, M
.
@A fEIED (2008, 9/27-30) —fR4ER
(2331 % CDKALL 33 X OF CDKN2B i {5 1% &
HbAle fE & DR, HARNBEIBIR 25 53 [H]
=, Mk
@IARE (2007, 9/8) 7/ AU A RIRZIA
TR FBSE BB AR 1 [RE RIS (L KT 21
it COE 7' 1 777 A T4y 1 FF9E L & TR)
VURT T A WERT, JUNKRT BIRE
BR¥—1, WE.
® T. Hara 1
susceptibility to
Japanese: a gene—based analysis. the 38th
FEuropean Human Genetics Conference (EHGC) ,
Amsterdam, Natherlands

(2006, 5/6-9)Genetic
tuberculosis in



©K. Kusuhara 1E2>(2006, 8/6-10).Genetic
susceptibility to tuberculosis in
Japanese: a gene—based analysis. 11th
International Congress of Human Genetics

Brisbane, Australia

A0I. Ueda 1Z> (2006, 10/6-8).Perforin gene
mutations in familial hemophagocytic
lymphohistiocytosis (FHL) : Asian
collaborative study. & 68 [A] H A MR FE
TR« 2 48 [B] H ARERR MK F ke, 1@ .
1. Ueda 1ZA> (2006, 10/15-17). Update of
familial hemophagocytic
lymphohistiocytosis (FHL) studies in
Japan. Histiocyte Society 22nd Annual
Meeting, Buenos Aires, Argentina.

@1. Ueda IF 2> (2006, 12/8-10).Perforin
mutations in familial hemophagocytic
lymphohistiocytosis(FHL) : Collaborative
study in Asia.2nd Congress of Asian
Society for Pediatric Research, Yokohama
GLA f& (2007, 3/30). Update on genetic
analysis for HLH. % 2 [P|H L HiEE <, W
R

K. Yamamoto X 7> (2005, 4/18-21)
Heterozygosities of 4703 microsatellite
markers in the Japanese population. Human
Genome Meeting 2005, Kyoto.

® K.Furuno 1E 2> (2005, 4/18-21)
Identification of a target gene of T—-box
transcription factor Thbet in Thl cell by
human CpG microarray. Human Genome Meeting
2005, Kyoto.

@® K. Tkeda % 7> (2005, 4/18-21)Novel
genetic markers predict the development of
coronary artery lesions in Kawasaki
disease. Human Genome Meeting 2005, Kyoto.
@ AFERERIEA> (2005, 7/22-23) IfL/IMR
T IR+ Muncl3-4 ORIE & Z DRI
KD FIEEMER B BIEERE. 56 42 [B1 A AR
IROTFIEFLS, BB,

K. Yamamoto X 7> (2005, 9/19-22)
Heterozygosities of 4867 microsatellite
markers in the Japanese population. The 5th
Annual Meeting of the East Asian Union of
Human Genetics Societies, Okayama.

@E. TIshii %A (2005, 9/25-27)Genetic
subtypes of familial hemophagocytic
lymphohistiocytosis: correlations with
clinical features and functions of
cytotoxic T  lymphocytes.21th Annual
Meeting of the Histiocyte Society,
Vancouver.

@ I.Ueda 1 7> (2005, 9/25-27). Atypical
features in type 2 familial hemophagocytic

lymphosticocytosis (FHL). 21th Annual
Meeting of the Histiocyte Society,
Vancouver.

@ K.Thara E 72> (2005, 11/25-26)
Susceptibility genes for type 1 diabetes
in Japanese children: Association studies
on immuno-regulatory genes. First Congress
Asian Society of Pediatric Research,
Tokyo.
@ K.Furuno X 7> (2005, 10/28-30)
Transcriptional Cross Regulation between
T-bet and Onecut?2 in Type 1 Helper T Cell.
International Cytokine Society Council
2005, Seul.
G H I 17> (2005, 10/20-22) HAA/NE
1 AUBEPRIPFIE L B0 2 BAR T 5« S &
HlAE 4 2 B n 7RO BB AEAT. 25 39 [H]
HA NN e, B

(&) (6 1)
@A flE 2009. 26 K15 B8 LT 2 LA
ZEDBUR. B AREGE vol. 67, No. 6, 1063-1067.
Q% #EHE, A fE 2008, MEKEANE
TRREDFIERS . MK - JEEFE, 57, 33-39.
B)E. Ishii, S.Ohga, S.Imashuku, N.Kimura
I. Ueda, A. Morimoto, K. Yamamoto,
M. Yasukawa. 2005. Review of hemophagocytic
lymphohistiocytosis (HLH) in children
with focus on Japanese experiences
Crit Rev Oncol Hematol, 53, 209-223.
@OFFEE—, EHER, (IR f#E WAL,
AfEE, ). 2005, F M M EK & A
JEERE DB 1 BA . mk - SR, 50,
332-340
OFAHLGE—, IUA &, JBANATE, 4EEE,
)| IEH. 2005. MUNCI3-4 &5 ¥ 561 &
D F M MR E B IEERE. ERR R, 43,
575-583.
@A fiE. 2005, EERNT. EAREER TR
‘05 2K BB O AR . RFTE
%, 60, 9 HHATI, 16-24.

(£ D)

R r— s
~AuYTIA b—H =T —H X=X
http://www. gen. kyushu-u. ac. jp/ genome/
6. BFIEHEK

(D AF7eREHE

A (YAMAMOTO KEN)

JUINR S« AR = A ZE i - R
ot 60274528

(2) Wrzesr i

C )

MREEE 5

(3) IEHEMT TR

7k B (TOKUNAGA KATSUSI)

HOLRY: « RPPelETFRFER - 2%
e 40163977

B = (KUWANO RY0Z0)
RS - BA9ERT - B
WFoeE &S - 20111734



