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WFHFER R OMEEL (F23C) : We performed the characterization of Arabidopsis thaliana TLP1
as a putative blue light receptor. We showed that the involvement of auxin in the elongated
hypocotyls of transgenic Arabidopsis plants that overexpressed LKP2. We also showed that
both LKP2 and ZTL repressed flowering under non—inductive short—day conditions in
Arabidopsis. Transgenic potato plants overexpressing Arabidopsis LKP2 formed more tubers
under long—day conditions to compare with control potato plants.
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