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Te T OWE (J532) : By using a thermophilic hydrogen-oxidizing bacterium, we clarified
why carboxylation enzymes can catalyze such reactions in a reductive TCA cycle.
Through biochemical clarification of other related enzymes, we deepened our biochemical
and evolutional understanding on TCA cycle. Also, we clarified a complete genome
sequence of the bacterium. In addition, by using a hydrogen-oxidizing bacterium which
possesses three kinds of RuBisCOs in its genome, we could biochemically clarify the
relationship between concentration of carbon dioxide and the expression level of RuBisCOs.
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