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WFFERE S OMEBE (2230) : The major goal of the present study is to isolate the susceptibility
genes for intracranial aneurysms (IA), cerebral arteriovenous malformation (AVM) and
moyamoya disease (MMD). We identified 7NFRSFI3B as a susceptibility gene for IA. We
concluded that any discernible genetic factor is not involved in AVM. The intensive
sequencing in IBD revealed a novel gene named “mytserin” as a susceptibility gene for
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