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Global landscape genomics of mangrove trees for conservation
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Mangrove forests, which spread across tropical and subtropical coastal areas
worldwide, are formed by the widespread distribution of a relatively small number of species. Under
the progressive destruction of world mangrove forests, we expected that the current distribution of
mangrove forest species would provide directions for the conservation of mangrove forests by

studying how they have formed their current distribution areas through past climatic and
environmental changes. In this study, we conducted a landscape genomics study focusing on the
spatial distribution of genetic variation within species. By establishing an international research
network, the study revealed the spatial distribution and formation process of genetic variation
within the distribution area, the history of population expansion and contraction, and the
geographic distribution of adaptation genes for several widely distributed species, providing
guidelines for future conservation.
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