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Microbial mechanism for sustainable nitrogen fertility in rice paddy soil

Senoo, Keishi
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We examined microbial mechanisms for sustainable nitrogen fertility in rice
paddy soil. Soil analyses indicated that nitrogen fixation and DNRA (dissimilatory nitrate reduction
to ammonia) driven by iron-reducing bacteria are important for the sustainable soil nitrogen
fertility. Indeed, we verified nitrogen-fixing ability of iron-reducing bacteria isolated from paddy
soils. In addition, application of iron to paddy soil could enhance nitrogen fixing activity of the
soils. On the other hand, we found a Bradyrhizobium strain that might contribute to sustainable
nitrogen fertility by fixing N20, one of the end products of denitrification in paddy soil.
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