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Identification of host-specific viral genetic markers for fecal contamination
analysis of environmental water
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This_study aimed to identify host-specific viral genetic markers which can
be used for fecal contamination analysis of the aquatic environments. Various types of fecal-source
samples were used to find suitable viral genetic markers in the tested area. Furthermore, the
selected markers were successfully used to determine the situations of fecal contamination of river

water samples with different characteristics.
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