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The mechanisms of Environmental Epigenetics
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The environmental factors influence the development of obesity and diabetes
mellitus. Environmental stimuli are recorded as epigenetic memory which plays important roles in
regulating expression of target genes. We have investigated the epigenetic mechanisms for regulating

adipocyte characteristics and elucidated the two-step regulatory mechanism of the histone
demethylase JMID1A. In detail, IJMID1A is recruited to the target genomic loci by forming a protein
complex containing DNA-binding transcription factors (step 1) and perform enzyme function to
demethylate histone modifications for prolonged adaptation such as beige adipogenesis (step 2).
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