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Elucidation of novel function of Saccharomyces cerevisiae SCF complex
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Proteolysis via the ubiquitin-proteasome system has attracted much attention

as it has been revealed that it plays an important role in various life phenomena. E3, which
determines substrate specificity, and SCF complexes in particular, are expected to have a variety of
functions due to their large number. In the present study, we aimed to analyze a new function of
the budding yeast SCF complex. We used genetic and biochemical methods to search for novel
substrates of the SCF complex and identified the stress-responsive transcription factor Tmcl, which
we found to be degraded in a SCF complex-dependent manner. We further found that Tmcl adapts to
arsenic stress by inducing the expression of Arr2.
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