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CAoning and characterization of the gametocidal genes that break chromosomes in
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Gametocidal gene in wheat causes chromosome breakage in the gametophyte
without itself and thus causing selective transmission of the chromosome carrying it. The objective
of the study was to identify the gene through the map-based cloning approaches. Through various
approaches of molecular genetics and genomics, we have successfully identified the candidate
sequence. We have genetically proved that the candidate sequence encodes the chromosome-breaking
function. We have tried to identify the tissues and stages of the wheat plant where the candidate
gene is expressing, however, all our efforts of RNA in situ hybridization of the candidate sequence
and immunostaining with the antibody raised against the whole protein sequence produced failed to

identify its specificity. Through our analyses, we recognized that the other factor is required for
full function of the candidate sequence.
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