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Physiological analysis of pericarp dehiscence mechanism involved in yield

Fujino, Kaien
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Tartary buckwheat cultivars that allow easy dehulling are called rice-type
cultivars. The rice and non-rice hull types are determined by a single gene, but this gene is
unclear. Here, | show that cells underneath the epidermis in the proximity of ovary midribs undergo
periclinal cell divisions in non-rice-type cultivars but do not in a rice-type cultivar. The cells
that arose from the periclinal cell divisions later underwent lignification, which should increase
mechanical strength of hulls. In RNA sequencing, a partial mRNA of an AGAMOUS ortholog in Tartary
buckwheat (FtAG) was found to be absent in the rice-type cultivar. By RNA sequencing and linkage
analysis, we also show that FtAG is a candidate for the gene that promotes differentiation of the
cells undergoing the periclinal cell divisions and that thereby determines the RT and NT phenotypes
in Tartary buckwheat.
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A putative AGAMOUS ortholog is a candidate for the gene determining ease of dehulling in 2020

Tartary buckwheat (Fagopyrum tataricum)
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