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Establishment of an efficient F1 breeding system based on cytoplasmic male
sterility in tomato
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This study aimed to identify fertilit¥ restoring genes (RFs) for cytoplasmic
male sterility (CMS) in tomato. First, we constructed a highly accurate genome sequence of two
fertility restoration lines. The major loci contributing to fertility restoration were identified
and DNA markers were developed. We also found that the RF genes from Solanum pimpinellifolium and S.
I.cerasiforme are loci for the same locus.
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