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Longis}atin secretion in tick feeding process and its application to disease
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This study is focusing on the biologically active molecules such as salivary
molecules of Haemaphysalis longicornis tick which can transmit many kinds of the infectious disease
to human and animals. In particular, we attempted to elucidate the biological significance related

to the secretion of those bioactive molecules. Using a next-generation sequencer, we have elucidated
the sequence of the promoter region involved in the expression control of functional molecules of
ticks such as longistatin, and succeeded in identifying the translation elongation factor promoter
sequence region with a particularly strong transcription activity.
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