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In recent years, it has been shown that bacteria play an important role in

forming a symbiotic relationship between fungi and plants. It has been suggested that multiple types
of bacteria interact with the root endophyte V. simplex Y34, but the details are unknown.
Therefore, we first tested R. pusense Y9, which was isolated from V. simplex Y34, and found that the
bacterium changed the colony morphology of V. simplex Y34 and improved the conidial formation rate.
Next, we investigated the bacterial community on the hyphae of V. simplex Y34 in the field, and
revealed that differences and diversity of bacterial community significantly affect plant growth
through V. simplex Y34.
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