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Development of strain and evaluation of performance of a native bumblebee
species, toward the use as a new green-house pollinator in Hokkaido
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In order to develop pollinator-strains of a native bumblebee species in

Hokkaido, we carried out a raring experiment, simulation experiment of selection and mating systems,
and pollination experiment in green house. From the raring experiment and computer simulation, it
was shown that expected colony size of native strains would be limited to around 30 under artificial
condition in laboratory. The expected colony size is below half of those obtained from foreign
bumblebee species used iIn pollination. The pollination experiment in green house showed that
although the pollination performance of the native species will be slightly inferior to that of
foreign species, the native species have acceptable abilities for the practical use of pollination.
It was concluded that the small colony size of the native species could be practically compensated
by setting several colonies in a green house.
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