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To measure the rate of transcription elongation, we used DRB treatment, an
RNA polymerase inhibitor, and BrU labeling of the newly synthesized RNAs to recover the newly
synthesized RNAs. We measured the elongation rate of model genes, such as the highly transcribed
GAPDH gene. To determine how H3K27me3 modification affects the elongation rate of RNA polymerase in
cells, cells were knocked down with SUZ12 and reduced H3K27me3 modification, resulting that H3K27me3
modification is negatively correlated with the elongation rate of transcription.
Now, to investigate the comprehensiveness of this phenomenon, we performed RNA seq of a newly
synthesized RNA and ChIP seq of H3K27me3.
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