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Chromatin remodeling and Induction of pluripotency via Sox2/TBP complex
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It has been discovered that Reprogramming of somatic cells achieved by
combination of the four transcription factors Oct4, Sox2, KIf4, and c-Myc. However detailed
mechanisms of this reprograming remained to be clarified. Recently we identify unique SOX2 complex
including stoichiometric amount of TBP without TAFs. SOX2/TBP Complex plays role in chromatin
assembly. In addition, SOX2/TBP facilitated chromatin remodeling around promoter region of both RNA
Pol 11 and Pol 1, resulting in their transcriptional activation in vitro. Both SOX2 and TBP bound to

core promoter or enhancer region of both RNA Pol Il and Pol I. Knockdown of SOX2 or TBP resulted in
decreased rDNA and OCT3/4 expression together with diminished their binding to core promoter and

enhancer region in vivo. These results indicated unique complex including SOX2 and TBP plays a role
both in Pol 1 and Pol Il transcription.
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