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Analysis of chronic active EBV infection by comprehensive genome study
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Chronic active EBV infection (CAEBV) is an intractable disease which is
characterized by EBV-infected T/natural killer cells and recurrent/persistent infectious
mononucleosis-like symptoms. To clarify the neoplastic nature and pathogenesis of CAEBV, we
performed comprehensive genetic analysis in patients with CAEBV. The study revealed that somatic
driver mutations were found in EBV-infected cells, suggesting a unique role of these mutations in
neoplastic proliferation of EBV-infected cells. Interestingly, the EBV genome harbored frequent
intragenic deletions that were common in various EBV-associated lymphomas. Our findings highlight a
pathogenic link between intragenic EBV deletions and EBV-associated lymphomagenesis.
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