(®)
2017 2020

Practical application to preventive medicine by molecular epidemiological
analyses on gout using international consortium framework from Japan
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Gout/hyperuricemia is one of lifestyle diseases and is also a risk of
hypertension, kidney disease, and stroke. Recent genetic studies implied that genetic factors rather
than environmental factors have strong effect as its cause. We have developed Asian international

consortium named “ AsiaGout” and conducted several researches for the practical application to
preventive medicine by molecular pathophysiological analyses on gout with other international
consortiums. As results, we have identified many disease-associated loci and revealed that Japanese
has evolved to have greater genetic effect on the onset of gout. The present research will be
helpful to develop genome-personalized preventive method from Japan, as it leads multifactorial
disorders including lifestyle diseases.
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