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Tracing of transmission routes of tuberculosis using geographical information of
patients and genetic analysis of clinical isolates
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In order to investigate the transmission of tuberculosis infection,
molecular epidemiology, in which genes of clinical strains isolated from patients are compared, is
widely used. In this study, we visualized the correlation between spread of pathogens estimated from

genetic analysis of the strain and spatial diffusion estimated from the spatial relationship
(distance between residences) of the patients. Moreover, from people-flow data based on person-trip
survey, we estimated, visualized, and compared how people are iIn contact with other people resident
in surrounding areas. As a result, strong geographic anisotropy was monitored in the amount of
contact of people that can be the background of epidemic of infection in a society.
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